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Human CD209 qPCR Primer Pair

7 S e AR (2ES
QH39809S Human CD209 qPCR Primer Pair 200X
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» Human CD209 qPCR Primer Pair, HIACD209 qPCR5I¥%f, FZMTHTSYBR GreenfJgPCR. One-Step qRT-PCREX

>

semi-quantitative PCR, A5 [¥IATSERTH. SidqPCREIE, FRAFIIX,
gPCR (Quantitative PCR)BIE&PCR, WFRELH % E BPCRE LM & B PCR (Real-time quantitative PCR), SZHfPCR
(Real-time PCR), E—F{EDNAY ¥ RMIIFEF, PATOLEBNEF DI RATHE RN (PCREREF=MEEN L, qPCRE
FRIFRN T R SYBR GreenZ ik WY RHEMIRE ., SYBR GreenZEud kiR AH AL, IER R AIDNALE &Yk}
SYBR Greens AU PCRISFEHFIREIPCRY /= ; MitRETi%(Probe method), WMHE#HR A TagManiRErE, MERDEEH
L, TR IR SRR AR A K EE A (Quencher) ARIE I DNATREHE M UE IS PCRAGIY B AR 41 (1,2]0

XTSYBR Green¥GuklE, FIMEXREL, REFSIVF-HRABARIFENGIEHER, METRIFEERIE, R4
f, V8RR, S _RETERL LRI, qPCREGEREE; RRF5IN—MBEREESMNE T (Span exon junctions), &G 1%
HRNHADNA (gDNA)WY#[3,4]; RRZRFINEIWr=RIEEEE, JUFEE TITE AR/NINER; 51N TMEL60°C, KZ4L
I =) (Amplicon) UK EZ190-160bp, R = KRIETRALE A& ME 5@ G Y2 & (Primer Panel/Primer Array),

AP EATIRGE TR, S8 & ER51% (Forward primer, AR _EH7519)f A5 (Reverse primer, thWFR NilF5(4) %
1nmol, #2nmol, ~&EEEES(Nuclease-free), HFEIMA400plfBAKIARK2.5uM each, BRI, 1%20ulsl25ulikZ
M2ul51Y, AF=&EER DA T200/RgPCRE S,
Gene Information

Gene Name CD209 molecule
Gene Symbol CD209
Synonyms CDSIGN; CLEC4L; DC-SIGN; DC-SIGN1; hDC-SIGN
Organism Human
Gene ID 30835
UniProt ID QI9NNX6

Main Accession No. NM_021155
NM_001144893, NM_001144894, NM_001144895, NM_001144896, NM_001144897,
NM_001144899, NM_021155, NR_026692, NM_021155.1, NM_021155.2, NM_021155.3,

Other Accession No.

NM_001144895.1, NM_001144896.1, NM_001144897.1, NM_001144899.1,
NM_001144893.1, NM_001144894.1, BC110615, NM_0
Map Location 19p13.2

Pathway -

This gene encodes a C-type lectin that functions in cell adhesion and pathogen
recognition. This receptor recognizes a wide range of evolutionarily divergent
pathogens with a large impact on public health, including leprosy and tuberculosis
mycobacteria, the Ebola, hepatitis C, HIV-1 and Dengue viruses, and the SARS-CoV
acute respiratory syndrome coronavirus. The protein is organized into four distinct
domains: a C-terminal carbohydrate recognition domain, a flexible tandem-repeat neck
domain, a transmembrane region and an N-terminal cytoplasmic domain involved in
Gene Summary internalization. This gene is closely related in terms of both sequence and function to a
neighboring gene, CLEC4M (Gene ID: 10332), also known as L-SIGN. The two genes
differ in viral recognition and expression patterns, with this gene showing high
expression on the surface of dendritic cells. Polymorphisms in the neck region are
associated with protection from HIV-1 infection, while single nucleotide
polymorphisms in the promoter of this gene are associated with differing resistance
and susceptibility to and severity of infectious disease, including rs4804803, which is
associated with SARS severity. [provided by RefSeq, May 2020]




Amplicon Information

Amplicon Length (bp) | 127
NCBI mRNA ID NM_021155.4
NCBI Protein ID NP_066978.1

Ensembl Transcript ID | ENST00000315599.12

Ensembl Gene ID ENSG00000090659.18

Ensembl mRNA ID CD209-203
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QH39809S Human CD209 qPCR Primer Pair 1nmol each
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PCRY ™ W) K L ] RE 2RI 22 IR ) 17 15 2 M BT s A P 22 5
BIRARIN 5= R AR 4, (BB BGHIT IR RhZ(Melt curve) 7347 DARREY 18 S M IR 1, AR IAE — M@t

2R (Ot Bz IR IR R EEDNA I TmAE), BRI~ —r=8); RSERmZ BN, Zlgsizigils, mJRe2s5Y)
CRASARR Y R, FAERKADNAG R, XA I R, BB E A SRR AR (No template control, NTC),
BIVE I 1 2 B S BRASAR AS NI I 2 53, ARAERE AR FLRITEBASON IR LI I R 22 57, AT 7 725 [ —RIR s e
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R NARZAFAEY W= Pi5 5, HEEE ARG R qPCR Mix,
AR T LW AR, M TIRRZEERY, MEAT MBS, MIFRTEBETN,
NTIERZZRGERE, EFRRIRHF R TERE.

fERFE:
1. PCRIZMARILLHE :

a.

FFIEA G, 3000-8000 X gl 14354, DABGFF &IN5 ¥R 8. BB MA400ulBaiK, SEEirE FEERSIER, &
JEEONPREEOLR, FAHEEEREREWITIRS, 154000l 2.5uM eachfyPrimer Mix, #B4i/K#fE#E # F BeyoPure™
Ultrapure Water (DNase/RNase-Free, Sterile) (ST876),

AR IR S PCR N i & #i7&. SYBR Green qPCR Mix 552 2l IR G B T ks LBk &EWN, HEFFEH
BeyoFast™ SYBR Green gqPCR Mix (2X) (D7260/D7262/D7265). BeyoFast™ SYBR Green One-Step qRT-PCR Kit
(D7268). BeyoFast™ SYBR Green qPCR Mix (2X, Fii544!) (D7501/D7503/D7507)8BeyoFast™ SYBR Green One-Step
qRT-PCR Kit (Bji544%) (D7509),

SE FREZRIVKIB LIRBPCREMIAR, PLI6FLIRFIBeyoFast™ SYBR Green gPCR Mix (2X) 44,

Reagent Volume for One PCR Reaction
SYBR Green qPCR Mix (2X) 10ul
Primer Mix (2.5uM each) 2ul
Template DNA 2ul
RNase-Free Water 6ul
Total Volume 20ul

d.

e.

F1: @ES LR E0.2-0.5uM eachi I3RS RAFHIRETIRER, AT RIEEMAE0.1-1.0uM eachyEREINTE%ES 197112
WP,

H2: JEHEDNABRKEDLII-10ng cDNAKNSERE, KARRYFIEERSSE N HNERRE NEORE, WELE, Ak
R BB TR MR, DU E BB 8, RT-PCRIXNSZIMICDNAE B/ B, HimErREgs
PCR & M AR 10%.

3 96FLIRIHEREE R M AR ZR 201, AT DURIESCRRSER TR R, L@l Rekigs/ M MIA R,

H4: EUOLE AR BH M R,

R R SRR REIATIRS S M VortexiR S, ERBE LR, HRAERTER, #FHHBeyoFuge™ BB LR B Ol
(EEX, 2500rpm) (E6758) A THIEHE L,

B BIFIWPCRI M E B PCRR MR B T5tE BPCRIN L, JFihw BPCRR M,

2. PCRIRPIFEF:
fEReal-time PCRMVRTHATERAMATIIAENE, HBEIRENISC 2708, & halm GORMIE Y IE KN HIE5-107 8, A7
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ABI QuantStudio™ 6 Flex#Z Y E&PCRIX A :

WA ME: 95°C 2434,

AFPE: 95°C 15%D;

BK/EM: 60°C 15-30FD;

BESEDMD B, SH40MER,

YR Z ST (FT3%) . 95°C 158, 60°C 158D, 95°C 15F);

f. (EHZOEE RPCRIVR BRI 73 AT 4 R

: PAEZEBINERQPCRIRV. 258, NESE, LR FFREN. 5IWSENEARMS S, FRERNR. 5%, BRR
BB RO E R RN A5, FEARAE LIRS s NR VAR R, EIR AT EqPCR, WIHSRH =25 15qPCR, HFEAEIE K /HE(H
JEIM—72°C 30%), FHIGEE D, cRIEMIYIX—HBIL40MERETA],
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1. NAZ51¥R:
] = B AR (2B
QHO00001 Human ACTB gqPCR Primer Pair 200/1000/5000¢%
QHO00005 Human B2M gPCR Primer Pair 200/1000¢X
QHO00009 Human GAPDH qPCR Primer Pair 200/1000/5000¢X
QHO00013 Human GUSB gPCR Primer Pair 200/1000¢%
QHO00017 Human HCK gPCR Primer Pair 200/1000¢X
QH00021 Human HMBS gPCR Primer Pair 200/1000¢X
QH00025 Human HPRT1 gPCR Primer Pair 200/1000X
QHO00029 Human HSP90AA1 gqPCR Primer Pair 200/1000¢X
QHO00033 Human HSP90AB1 qPCR Primer Pair 200/1000¢%
QHO00037 Human LDHA gPCR Primer Pair 200/1000¢%
QH00041 Human NONO gPCR Primer Pair 200/1000¢X
QH00045 Human PGK1 gPCR Primer Pair 200/1000/X
QH00049 Human PPIA qPCR Primer Pair 200/1000¢X
QHO00053 Human RPL30 qPCR Primer Pair 200/1000¢X
QHO00057 Human RPLP0 qPCR Primer Pair 200/1000/5000¢X
QH00061 Human RPLP1 qPCR Primer Pair 200/1000¢%
QH00065 Human SDHA qPCR Primer Pair 200/1000¢X
QH00069 Human TBP qPCR Primer Pair 200/1000X
QH00073 Human TFRC gPCR Primer Pair 200/1000X
QHO00077 Human YWHAZ qPCR Primer Pair 200/1000¢X
QH00081 Human PPIH qPCR Primer Pair 200/1000¢%
QH00085 Human RPL13A qPCR Primer Pair 200/1000¢%
QHO00089 Human TUBB gPCR Primer Pair 200/1000/5000¢X
QH00093 Human RNA18S5 qPCR Primer Pair 200/1000¢X

¥ #EFFEHGAPDH, RPLPO. ACTB. TUBBFIB2M{EAMNZ, (HUIRIX =FTCEMELRFFRK, 7 A2 HHPRT18
RNA18SSIERNS, NIRFHERIZIRME, RS ([Ytyn ﬁtt@)ﬂ[s 6]o
2. /NEAZ5 PR

P RS 7 AR (2B
QM00002 Mouse Actb qPCR Primer Pair 200/1000/5000¢X
QMO00006 Mouse Rplp0 qPCR Primer Pair 200/1000/5000{%
QM00010 Mouse B2m qPCR Primer Pair 200/1000¢X
QM00014 Mouse Gapdh qPCR Primer Pair 200/1000/5000¢%
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QMO00018 Mouse Hck gPCR Primer Pair 200/1000¢%
QM00022 Mouse Hmbs qPCR Primer Pair 200/1000¢X
QMO00026 Mouse Hprt qPCR Primer Pair 200/1000/X
QMO00030 Mouse Hsp90ab1l qPCR Primer Pair 200/1000/X
QM00034 Mouse Hsp90aal qPCR Primer Pair 200/1000¢X
QMO00038 Mouse Ldha qPCR Primer Pair 200/1000¢%
QMO00042 Mouse Pgkl qPCR Primer Pair 200/1000¢%
QMO00046 Mouse Rn18s qPCR Primer Pair 200/1000¢X
QMO00050 Mouse Rpl30 qPCR Primer Pair 200/1000¢X
QMO00054 Mouse Thp qPCR Primer Pair 200/1000/X
QMO00058 Mouse Tfrc qPCR Primer Pair 200/1000¢X
QMO00062 Mouse Rpl13a qPCR Primer Pair 200/1000¢%
QMO00066 Mouse Tubb4a qPCR Primer Pair 200/1000/5000¢%
QM00070 Mouse Ywhaz qPCR Primer Pair 200/1000¢X
QMO00074 Mouse Nono qPCR Primer Pair 200/1000/X
QMO00078 Mouse Rplpl qPCR Primer Pair 200/1000/X
QM00082 Mouse Ppih qPCR Primer Pair 200/1000¢%
QM00086 Mouse Sdha qPCR Primer Pair 200/1000¢%
QMO00090 Mouse Gusb qPCR Primer Pair 200/1000¢%
QMO00094 Mouse Ppia qPCR Primer Pair 200/1000¢X

¥ HEMHGapdh. Rplp0. Actb. TubbMIB2mfEAANS, (HUIERX=FLEHELRTR, TR FEHAHprt1siRn18s
TERNS, IREHERSERICER, EIRS Y22 H[5-6],
3. H[KIZDNA (gDNA)5 ¥4 (F T gDNAjG Betaill) :

7 g S P AR %
QHO00101 Human HGDC Primer Pair 200/1000¢X
QMO00098 Mouse MGDC Primer Pair 200/1000¢X

i£: To obtain reliable qPCR data, genomic DNA contamination should be tested by qPCR with genomic DNA
contamination primer pair [7]o
4. SYBR Green qPCR Mix M AE#1:

7 S 2 B A TR 2k
D7260 BeyoFast™ SYBR Green qPCR Mix (2X) 1/5/25ml
D7262 BeyoFast™ SYBR Green qPCR Mix (2X, Low ROX) 1/5/25ml
D7265 BeyoFast™ SYBR Green qPCR Mix (2X, High ROX) 1/5/25ml
D7268 BeyoFast™ SYBR Green One-Step qRT-PCR Kit 100/500{%
D7501 BeyoFast™ SYBR Green qPCR Mix (2X, [fji544%!) 1/5/25ml
D7503 BeyoFast™ SYBR Green gPCR Mix (2X, Low ROX, Fji5 %) 1/5/25ml
57507 BeyoFast™ SYBR Green qPSj) Mix (2X, High ROX, Biji5 4 1/5/25ml
D7509 BeyoFast™ SYBR Green One-Step qRT-PCR Kit ([}i75 4+%) 100/500%K

FASAO011-1pc BeyoGold™ & IE IR /4%
FSF002 WIE & PCR A ERIE(ABIS3 %) 207 /6%
FSF035-100pcs BeyoGold™# . E & PCR £ A IR (FE 5UY) 1007 /0%
FSF039-20pcs BeyoGold™ 7 7E = PCR A EI AR (B, Iﬂ‘l:lﬁ%) 207 /0%
FSF039-100pcs BeyoGold™»&E & PCRA AR (B, #1457 4E) 100y /futs
FTUB325-1box BeyoGold™ qPCR/\HFE (0.2ml, “F-55, %) 125HF/&
FTUB325-10bxs BeyoGold™ qPCR/\BtHEE (0.2ml, “F-2& liﬁﬂ) 1258/, 108 /48
FTUB333 wWHEEZEPCRAIGTLIR (ABIJFZE) 204 /E3E
FTUB384 SOLE B PCRAI3844LAR (ABLS ) 205 /%
FTUB335-1box BeyoGold™# K E & PCRAII6FLAR(0.2ml, JotRid, 1#EHA) 100N /8
FTUB335-5bxs BeyoGold™Z i &PCRAI6FLAR(0.2ml, otz #EHH) 101N/ &, S&/5
FTUB337-1box BeyoGold™# )& & PCRAI96FLAR (0.2ml, 4R34, iEHA) 104N/&
FTUB337-5bxs BeyoGold™Ze 5t B PCRAI6FLIR(0.2ml, 4712, EHH) 10N/ &, 5E/F8
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